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Abstract: Celiac disease (CD) is a chronic systemic autoimmune disorder that is triggered by the
ingestion of gliadin peptides, the alcohol-soluble fraction of wheat gluten. These peptides, which
play a key role in the immune response that underlies CD, spontaneously form aggregates and exert a
direct toxic action on cells due to the increase in the reactive oxygen species (ROS) levels. Furthermore,
peptic-tryptic digested gliadin peptides (PT-gliadin) lead to an impairment in the autophagy pathway
in an in vitro model based on Caco-2 cells. Considering these premises, in this study we have analyzed
different mTOR-independent inducers, reporting that the disaccharide trehalose, a mTOR-independent
autophagy activator, rescued the autophagy flux in Caco-2 cells treated with digested gliadin, as well
as improved cell viability. Moreover, trehalose administration to Caco-2 cells in presence of digested
gliadin reduced the intracellular levels of these toxic peptides. Altogether, these results showed the
beneficial effects of trehalose in a CD in vitro model as well as underlining autophagy as a molecular
pathway whose modulation might be promising in counteracting PT-gliadin cytotoxicity.
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1. Introduction

Celiac disease (CD) is a chronic systemic autoimmune disease belonging to the gluten-related
disorders (GRDs), a spectrum of diseases triggered by the ingestion of gluten, which affects the small
intestine of individuals with a genetic predisposition [1]. Gluten is a composite of storage proteins,
present in wheat, barley, rye, oats, and related species. Specifically, the pathological immune response
is caused by the alcohol soluble fraction of gluten, i.e., gliadin, which shows toxic properties especially
after the enzymatic digestion mediated by pepsin and trypsin [2]. Among the four different types
of gliadin, i.e., ω5-, ω1-,2-, α/β-, and γ- gliadin [3,4], the most biologically active peptide, which
exerts cytotoxic activities and immunological reactions, derived from α-gliadin [5]. Particularly,
the intracellular accumulation of the gliadin peptide p31-43 leads to an increase in reactive oxygen
species (ROS) levels [6], and the highly immunogenic 33-mer peptide is able to form supramolecular
organized immunoreactive structures resistant to low pH [7–9]. Although autophagy dysregulation has
been largely described in different autoimmune disorders affecting the intestine, such as inflammatory
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bowel diseases (IBDs) [10,11], little evidence was collected in our laboratory supporting the hypothesis
that autophagy could play a role in CD pathogenesis [12,13]. A major reason to thoroughly investigate
autophagy in the context of CD is that this cellular process is implicated in the oxidative stress
response [14] and in protein aggregates degradation [15], as well as in the maintenance of the barrier
function in the epithelial cells of the small intestine [16]. Moreover, mutations in TBC1D7, a protein
that participates in the formation of the TSC1/2 complex, were described in celiac patients affected by
familiar syndromes with a complex clinical presentation [17]. In actual fact, the only effective treatment
of CD is a gluten-free diet (GFD), although it shows limitations and disadvantages [18]. According to all
these considerations, autophagy modulation seems to be an interesting approach in order to counteract
gliadin cytotoxicity. As already demonstrated, autophagy induction through different approaches
that inhibit mTOR showed poor results as compared with other ones acting on different kinases, for
example, 3-methyladenine [12], which suggests the need to test novel autophagy modulators. Recently,
it has been highlighted that trehalose, raffinose, and sucrose are able to induce autophagy through
an mTOR-independent mechanism [19]. In particular, the natural disaccharide, trehalose, alleviates
inflammation and oxidative stress response [20], as well as prevents the aggregation of toxic peptides
in pathological conditions, such as Huntington disease [21]. The working hypothesis is that trehalose,
an mTOR-independent autophagy inducer, might be able to activate the autophagy catabolic process,
thus leading to a reduction in the cytotoxicity of PT-gliadin resulting in an improvement of cell viability.

Considering these premises, in this study we investigated through different techniques the effect
of trehalose on counteracting gliadin cytotoxicity in the context of CD. In particular, we assessed the
capability of trehalose to induce autophagy in a CD in vitro model based on the full confluent Caco-2
cells monolayer, and finally to improve cell viability.

2. Materials and Methods

2.1. Cell Culture and Autophagy Modulation

The Caco-2 and HT-29 cells from the American Type Culture Collection (ATCC) were cultured at
37 ◦C in a 5% CO2/95% atmosphere and maintained in a DMEM medium (Euroclone, Milano, Italy),
supplemented with 10% FBS, 100 units/ml penicillin, 0.1 mg/ml streptomycin, and 1% L-glutamine.
The Caco-2 and HT-29 cells (2.5 × 105) were seeded in a 6-well culture plate and analyzed once they
reached a full complete confluence (3 × 106). Autophagy was induced through an incubation of 24
h with different inducers: rapamycin (5 µM); nicotinamide (5 mM); metformin (5 mM); trehalose,
raffinose, and sucrose (100 mM) (Sigma-Aldrich, St. Louis, MO, USA); and SMER-28 (50 µM) (Selleck
Chemicals, Munich, Germany). The culture medium was replaced with fresh DMEM 24 h before
every treatment to avoid the risk of nutrient deprivation. Bafilomycin A1 (10 nM) was administered 6
h before cells collection to evaluate the autophagy flux.

2.2. Gliadin Digestion and Fluorescent Labelling

Gliadin from wheat (Sigma) was digested as described by Drago et al. with minor modifications [22].
Specifically, gliadin (1 g/mL) was resuspended in 500 mL 0.2 N HCl for 2 h at 37 ◦C with 1 g pepsin
(Sigma). Then, gliadin was further digested by the addition of 1 g of trypsin (Sigma) after the pH
was raised to 7.4 using 2 N NaOH, and the solution was incubated at 37 ◦C for 4 h under agitation.
Finally, enzymes were inactivated by boiling the solution for 30 min and the preparation (referred to
as PT-gliadin) was stored at −80 ◦C. Albumin and casein (Sigma) were digested following the same
protocol and were used as negative controls. PT-gliadin AlexaFluor555 labelling (GLIA-555) and
purification was performed, as described previously [12], using affinity chromatography-purification
G50 column (GE Healthcare, Little Chalfont, UK). The resulting labelled proteins were resuspended
in PBS and labelled according to the manufacturer’s instructions with AlexaFluor555 using Alexa
Fluor Microscale Labelling Kits (ThermoFisher, Waltham, MA, USA). The intracellular content of
GLIA-555 was evaluated through cytofluorimetric analysis using a Muse Cell Analyzer (Merck,
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Darmstadt, Germany). The digested gliadin, casein, albumin, and GLIA-555 were administered at a
final concentration of 1 µg/µL for 24 h.

2.3. Immunoblotting Analysis

Caco-2 cells were cultured in a 6-multiwell plate in presence/absence of digested gliadin, casein
or albumin (1 µg/µL), as described before. Immunoblotting was performed as described [12]. Cells
were collected and lysated in ice-cold Triton X-100 (50 mM Tris-HCl pH 7.4, 150 mM NaCl, 1% Triton
X-100) supplemented with Complete Mini protease inhibitor cocktail 7X (Roche, Basel, Switzerland)
and sodium orthovanadate 1 mM (Sigma). Proteins were quantified using the Quant-It Protein Assay
Kit (Invitrogen, Carlsbad, CA, USA). Proteins (20–30 µg) were added to a Laemmli sample buffer (2%
SDS, 6% glycerol, 150 mM β-mercaptoethanol, 0.02% bromophenol blue, and 0.5 M Tris-HCl, pH 6.8),
denaturated for 5 minutes at 95 ◦C and separated on 12% SDS-PAGE according to protein size. After
electrophoresis, proteins were transferred onto a nitrocellulose membrane using the Trans-Blot Turbo
Transfer System (Biorad, Hercules, CA, USA) according to the manufacturer’s instructions. Then,
the membranes were blocked for 1 hour at room temperature (RT) with 5% (w/v) non-fat milk in TBS
(138 mM NaCl, 20 mM Tris-HCl, pH 7.6) containing 0.1% Tween-20, and incubated overnight at 4 ◦C
with polyclonal primary antibodies LC3-II, ATG5, Beclin1, and p62 (Cell Signaling, Danvers, MA, USA)
diluted at 1:2000 in 5% non-fat milk in TBS, whereas monoclonal primary antibody against β-actin
(BACT) was diluted at 1:5000 (Cell Signaling). Species-specific peroxidase-labelled ECL secondary
antibodies (Cell Signaling, 1:2000 dilution) were used in 5% non-fat milk in TBS. Proteins signals
were detected using the ECL Prime Western Blotting Detection Kit (GE Healthcare) by means of a
Chemidoc MP system (Biorad). The densitometric analysis was conducted with ImageJ software
(http://rsbweb.nih.gov/ij).

2.4. Apoptosis and Autophagy Cytofluorimetric Analysis

The viability and apoptotic rate of Caco-2 cells were quantified using the Muse Annexin V and
Dead Cell Assay (Merck), according to the manufacturer’s instructions. After trypsinization and
collection, Caco-2 cells were washed 3 times with PBS, resuspended in PBS + 1% FBS (v/v) and 1 volume
of Annexin V reagent, and incubated for 20 min at RT in the dark. The analysis was performed
using a Muse Cell Analyzer (Merck). Autophagy detection was assayed using the Autophagy LC3
Antibody-based Kit (Merck). Specifically, Caco-2 cells were permeabilized and then incubated in ice
for 30 min with the anti-LC3 mouse monoclonal AlexaFluor555 conjugated antibody, according to the
manufacturer’s instructions. The analysis was performed using the Muse Cell Analyzer (Merck).

2.5. Multispectral Imaging Flow Cytometry (MIFC) and Spot-Count Analysis.

After trypsinization, Caco-2 cells were fixed using 4% of paraformaldehyde for 15 min at RT. Then,
LC3-II labelling was performed using the Autophagy LC3 Antibody-based Kit (Merck) according to
the manufacturer’s instructions in order to validate the results obtained using the Muse Cell Analyzer
(Merck). Finally, 1 × 106 cells were resuspended in 200 µL of D-PBS for the analysis and 2000 events
were collected for every sample. Spot-count analysis was performed using the spot-count feature Spot
Count_Range(Peak(Spot(M03,Ch3-LC3-AF555,Bright,7,3),Ch3,Bright,0).

2.6. Statistical Analysis

The data were analyzed using the statistics functions of the MedCalc statistical software version
18.11.6. (http://www.medcalc.org). The Anova test differences were considered statistically significant
when p ≤ 0.05.

http://rsbweb.nih.gov/ij
http://www.medcalc.org


Cells 2019, 8, 348 4 of 18

3. Results

3.1. PT-Gliadin Administration Leads to Autophagy Blockage and Cell Death in Caco-2 Cells Monolayer

A schematic representation of the experimental plan was followed to study the effects of digested
gliadin on autophagy in an in vitro model based on full confluent Caco-2 cells and the beneficial effects
of trehalose is shown in Table 1.

Table 1. Schematic representation of the experimental plan and the techniques adopted in each step.
IB: immunoblotting; FC: flow cytometry; MIFC: multispectral imaging flow cytometry.

Stages Description Techniques Figures

1 Effects of digest gliadin on Caco-2 IB, FC, MIFC 1,2,3,4,5,6
2 Evaluation of different autophagy inducers FC 7
3 Identification of trehalose as the best candidate IB 8
4 Beneficial effects of trehalose against digested gliadin IB, FC, MIFC 9,10,11,12,13
5 Comparison with HT-29 cells FC 14

Preliminarily, autophagy levels were investigated in subconfluent versus full confluent Caco-2
cells monolayer. Specifically, LC3-II levels were analyzed through immunoblotting, as seen in Figure 1,
showing a marked increase at full confluence cell density.
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Figure 1. LC3-II expression levels of Caco-2 cells at different confluences. LC3-II and BACT protein
expression were analyzed through immunoblotting (A) and densitometric analyses (B). LC3-II was
normalized to BACT levels as recommended [23]. Normalized values are reported on the y-axis as
arbitrary units. Molecular weights (kDa) and standard error (SE) bars are reported. The asterisks
indicate p < 0.05, one-way Anova. The experiments were performed in duplicate.

Subsequently, the autophagy response in a Caco-2 cells monolayer at full confluence following
PT-gliadin (GL) administration was evaluated. The Caco-2 cells were cultured for 5 days after they
reached complete monolayer confluence and then were treated with digested gliadin as described in
the material and methods section. Cytofluorimetric analysis of LC3-II levels was assayed at different
time intervals (i.e., 6, 24, and 48 h post-treatment, p.t.). As shown in Figure 2, no statistically significant
differences were detected in LC3-II expression levels between Caco-2 treated with PT-gliadin and
untreated (NT) cells. As expected, LC3-II levels increased after bafilomycin A1 administration, mostly
at 24 h p.t., in NT cells as compared with those treated with the digested gliadin peptides.

Then, immunoblotting analyses of LC3-II and p62 protein expression were performed to thoroughly
investigate the autophagy response following PT-gliadin administration. Similar to the cytofluorimetric
analysis, no statistically significant differences in LC3-II expression levels were detected between NT
sample and Caco-2 cells treated with PT-gliadin (Figure 3A,B). However, in this case, an increase in
LC3-II levels was observed in NT cells treated with bafilomycin A1. A similar trend was observed for
the expression levels of p62 (Figure 3C).
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Figure 2. LC3-II expression levels in full confluent Caco-2 cells monolayer after PT-gliadin
administration (GL). The LC3-II levels in Caco-2 cells cultured 5 days after confluence and treated
with PT-gliadin (1 µg/µL) and bafilomycin A1 (10 nM) (BAF). Measurements were performed using
a Muse® Cell Analyzer (Merck) at different times. Results were normalized on the non-treated (NT)
samples. SE bars are reported. The asterisks indicates p < 0.05, Anova one-way, as compared with
NT samples. The experiments were performed in triplicate. Cytofluorimetric plots are reported in
Figure S1 (Supplementary Materials).
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Figure 3. LC3-II and p62 expression levels at 24 h p.t. after PT-gliadin administration. LC3-II, p62, and
BACT protein expression were analyzed through immunoblotting (A) and densitometric analyses (B,C).
LC3-II and p62 were normalized to BACT levels as recommended [23]. Normalized values are reported
on the y-axis as arbitrary units. Molecular weights (kDa) and SE bars are reported. The asterisks
indicate p < 0.05, Anova one-way, as compared with relative controls. The experiments were performed
in triplicate.

A similar experiment was performed in presence of PT-casein and PT-albumin (i.e., PT-CAS and
PT-ALB), respectively. The LC3-II levels were analyzed after 24 h p.t. by means of cytofluorimetric
analysis and immunoblotting. As summarized (Figure 4), no statistically significant differences were
detected between the samples treated with digested casein (CAS) and albumin (ALB) as compared
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with NT samples. On the contrary, significant differences in LC3-II expression levels were scored in the
samples in presence of bafilomycin A1 as compared with both their relative controls and NT samples.
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Figure 4. LC3-II expression levels in Caco-2 cells monolayer after administration of enzymatically
digested casein and albumin (each 1 µg/µL) in presence/absence of bafilomycin A1 (10 nM).
Measurements were performed using a Muse® Cell Analyzer (Merck) at 24 h p.t. Results were
normalized on the non-treated (NT) sample. SE bars are reported. The asterisks indicates p < 0.05,
Anova one-way, as compared with both NT samples and relative controls. The experiments were
performed in duplicate. Cytofluorimetric plots are reported in Figure S2 (Supplementary Materials).

In addition, the experimental set was analyzed through immunoblotting and densitometric
analyses (Figure 5). According to the previous results, an increase in LC3-II expression levels was
detected in the samples treated with bafilomycin A1 as compared the relative negative controls and
the NT samples.
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Figure 5. LC3-II levels at 24 h p.t. after PT-casein and PT-albumin administration. LC3-II protein
expression was analyzed through immunoblotting (A) and densitometric analyses (B). LC3-II was
normalized to BACT levels. Normalized values are reported on the y-axis as arbitrary units. Molecular
weights (kDa) and SE bars are reported. The asterisks indicate p < 0.05, Anova one-way, as compared
with relative controls and NT sample. The experiments were performed in duplicate.

Finally, cell viability in presence of PT-gliadin was assayed at 24 h p.t. through Annexin V
cytofluorimetric analysis as compared with untreated cells. As reported in , a statistically significant
decrease in cell viability was observed after PT-gliadin administration as compared with the NT sample
but not in presence of digested casein and albumin proteins. Furthermore, GL administration induced
a marked increase in apoptotic/dead index as compared with other treatments.
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3.2. Single Cell Analysis Confirms Caco-2 Autophagy Blockage After PT-Gliadin Administration

In order to confirm the effects exerted on the autophagy process by digested gliadin in Caco-2
cells monolayer, a multispectral imaging flow cytometry (MIFC) analysis was performed to evaluate
induced morphological and autophagy differences. First, as reported in , in order to detect possible
differences, the cell diameters of the Caco-2 cells treated/untreated with enzymatically digested gliadin
were determined. No statistically significant differences were observed between the two groups.
Following LC3-II staining, a spot counting analysis was subsequently performed, as described in the
methods. As shown in Figure 6, a significant increase in LC3-II spots in untreated (NT) Caco-2 cells
with bafilomycin A1 as compared with the NT sample was reported. Furthermore, no significant
increase was scored in PT-gliadin and bafilomycin A1 treated cells as compared with the relative
control (GL).
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produce a significant improvement in the clearance of extra- and intracellular fluorescent PT-gliadin 
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raffinose, and sucrose (all at 100 mM), as well as SMER-28 (50 µM), were tested in Caco-2 cells 
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nicotinamide (NAM, 5 mM). The LC3-II expression levels were evaluated after 24 h p.t. by means of 
cytofluorimetric analysis. As reported in Figure 7, a statistically significant increase in LC3-II levels 
was observed in Caco-2 cells treated with trehalose and raffinose, while rapamycin, metformin, 

Figure 6. LC3-II spot-count histograms and cells galleries. The spot-count feature Spot
Count_Range(Peak(Spot(M03,Ch3-LC3-AF555,Bright,7,3),Ch3,Bright,0) was used for NT (A), NT + BAF
(B), GL (C), and GL + BAF (D). The mean spot counts for NT, NT + BAF, GL, and GL + BAF are
0.08, 3.44, 0.28, and 0.40, respectively. Brightfield (BF) and LC3-AF555 (yellow) images of the cells are
shown for NT (E), NT + BAF (F), GL (G), and GL + BAF (H). Event collected: 2000. The analysis was
performed using Amnis ImageStream X Mark II (Merck).

3.3. Trehalose, an mTOR-Independent Inducer of Autophagy, Increases Autophagic Flux and Counteract
PT-Gliadin Cytotoxicity Reducing its Intracellular Content

As already reported, rapamycin, a well-known mTOR-dependent autophagy activator, did not
produce a significant improvement in the clearance of extra- and intracellular fluorescent PT-gliadin
amount [12]. Consequently, different mTOR-independent autophagy inducers, i.e., trehalose, raffinose,
and sucrose (all at 100 mM), as well as SMER-28 (50 µM), were tested in Caco-2 cells monolayer for
their capability to counteract gliadin toxicity through autophagy, and these were compared with other
autophagy inducers such as rapamycin (5 µM), metformin (5 mM), and nicotinamide (NAM, 5 mM).
The LC3-II expression levels were evaluated after 24 h p.t. by means of cytofluorimetric analysis.
As reported in Figure 7, a statistically significant increase in LC3-II levels was observed in Caco-2 cells
treated with trehalose and raffinose, while rapamycin, metformin, SMER-28, NAM, and sucrose did
not produce significant variations. In the same panel, chloroquine (25 µM) and bafilomycin A1 (10 nM)
were assayed to evaluate the autophagic flux.
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Figure 7. Cytofluorimetric analysis of LC3-II levels in Caco-2 confluent cells treated with different
autophagy inducers. Rapamycin (5 µM), metformin (5 mM), SMER-28 (50 µM), NAM (5 mM), trehalose
(100 mM), raffinose (100 mM), sucrose (100 mM), chloroquine (25 µM), and bafilomycin A1 (10 nM)
were used to assess the autophagic flux. LC3-II expression values were normalized to NT sample.
The analysis was performed using a Muse® Cell Analyzer (Merck). The asterisks indicate p < 0.05,
ANOVA one-way, as compared with the NT sample. SE bars are reported. The experiments were
performed in triplicate. Cytofluorimetric plot are reported in Figure S5 (Supplementary Materials).

Then, the effect of saccharides (i.e., trehalose and raffinose) on Caco-2 cell viability was investigated
through Annexin V cytofluorimetric analysis. As reported in Table 2, no statistically significant
differences were detected in the ratio of the treatments as compared with untreated cells.

Table 2. Cell viability and apoptotic rate of Caco-2 cells treated with trehalose and raffinose (100 mM).
The Caco-2 cells monolayer was treated with saccharides for 24 h and then analyzed through Annexin
V cytofluorimetric analysis using a Muse® Cell Analyzer (Merck). The percentage values obtained
are reported as mean ± SE. The experiments were performed in triplicate. Cytofluorimetric plots are
reported in Figure S6 (Supplementary Materials).

Live Apoptotic/dead

NT 78.17 ± 2.28 21.82 ± 2.28
Trehalose 75.40 ± 2.45 24.60 ± 2.45
Raffinose 71.97 ± 4.43 28.02 ± 4.43

Subsequently, an immunoblotting survey plot of the main autophagy-related proteins (i.e., ATG5,
Beclin1, and LC3-II) was performed (Figure 8), reporting that among the investigated saccharides,
trehalose produced the highest autophagy response in proteins expression.
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Figure 8. Immunoblotting of ATG5, Beclin1, and LC3-II protein levels (A) and relative densitometric
analysis (B). Caco-2 confluent cells were treated with trehalose, raffinose, and sucrose (100 mM) and
collected after 24 h p.t. Protein expression levels were normalized to BACT levels. Normalized values
are reported on the y-axis as arbitrary units. Molecular weights (kDa) are reported. The asterisks
indicate p < 0.05, ANOVA one-way, as compared with the NT sample. SE bars are reported. Experiments
were performed in duplicate.

The LC3-II expression levels were then analyzed in order to investigate the ability of trehalose and
raffinose to rescue autophagy in presence of PT-gliadin. The Caco-2 cells were incubated for 24 h with
the digested gliadin, trehalose, and with the combination of both. The LC3-II expression profiles were
examined by cytofluorimetric and immunoblotting assays. As reported in Figure 9, trehalose treatment
induced a significant increase of LC3-II expression in presence of digested gliadin, as highlighted in
the autophagy flux differences.
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Figure 9. Cytofluorimetric analysis of LC3-II levels in Caco-2 cells treated with PT-gliadin (1 µg/µL) in
presence/absence of trehalose (Treha) or raffinose (100 mM). Bafilomycin A1 (10 nM) was used to monitor
differences the autophagic flux. The LC3-II expression values were normalized on the NT sample.
The analysis was performed using a Muse® Cell Analyzer (Merck). The asterisks indicate p < 0.05,
ANOVA one-way, as compared with the relative control samples. SE bars are reported. The experiments
were performed in triplicate. Cytofluorimetric plot are reported in Figure S7 (Supplementary Materials).
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The autophagic flux rescue mediated by trehalose was also investigated through the analysis
of LC3-II and p62 expression by immunoblotting. The results reported in Figure 10, indicate that in
presence/absence of bafilomycin A1 (10 nM), the treatments with trehalose and trehalose combined
with gliadin determined a statistically significant increase of LC3-II and p62 levels as compared with
the untreated samples.
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Figure 10. LC3-II and p62 proteins expression at 24 h p.t. after PT-gliadin (1 µg/µL) and trehalose
(100 mM) administration. The LC3-II and p62 expressions were analyzed through immunoblotting (A)
and densitometric analyses (B,C) and normalized to BACT levels [23]. Normalized values are reported
on the y-axis as arbitrary units. Molecular weights (kDa) and SE bars are reported. The asterisks
indicate p < 0.05, Anova one-way, as compared with NT samples. The experiments were performed
in triplicate.

The ability of trehalose to induce autophagy in presence/absence of digested gliadin was also
investigated through spot counting analysis performed by MIFC. As reported in Figure 11, a significant
increase in LC3-II positive spots was observed in presence of trehalose as compared with the untreated
(NT) Caco-2 cells. Similarly, there was a marked increase scored in cells treated with both trehalose
and PT-gliadin.

Then, Annexin V cytofluorimetric analysis was performed in order to evaluate whether autophagy
activation mediated by trehalose affected viability and apoptotic cell death. As summarized in
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Figure 12, trehalose administration in presence of PT-gliadin, following the same experimental
scheme as described above, rescued cell viability, reducing the apoptotic rate induced by digested
gliadin treatment.Cells 2019, 8, x FOR PEER REVIEW 11 of 18 
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Figure 11. LC3 Spot-count histograms and cells galleries. The spot-count feature Spot
Count_Range(Peak(Spot(M03,Ch3-LC3-AF555,Bright,7,3),Ch3,Bright,0) was used for NT (A), Treha
(B), and Treha + GL (C). The mean spot counts for NT, Treha, and Treha + GL are 2.76, 3.94, and 4.66,
respectively. Brightfield (BF) and LC3-AF555 (yellow) images of the cells are shown for NT (D), Treha
(E), and Treha + GL (F). Event collected: 2000. The analysis was performed using Amnis ImageStream
X Mark II (Merck).
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Figure 12. Viability and apoptotic analysis of Caco-2 cells after treatment with digested gliadin (1µg/µL),
trehalose (100 mM), and the combination of both. The Annexin V protocol was performed using a
Muse® Cell Analyzer (Merck) at 24 h p.t. SE bars are reported. The asterisk indicates p < 0.05, ANOVA
one-way, as compared with NT sample. The experiments were performed in triplicate. Cytofluorimetric
plots are reported in .
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Finally, the ability of trehalose to reduce the intracellular amount of PT-gliadin was evaluated,
as previously described [12]. The Caco-2 cells were incubated for 24 h with GLIA-555, trehalose, and
with the combination of both. Intracellular fluorescence of GLIA-555 was evaluated by means of
cytofluorimetric assay (exc. 555 nm, em. 580 nm). As reported below (Figure 13), the intracellular
fluorescence content was significantly reduced in Caco-2 cells treated with trehalose as compared with
those treated with GLIA-555. In the control untreated sample (NT) and in trehalose treated cells no
significant fluorescence signals were detected.
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Preliminarily, viability and cell death assays were performed through Annexin V cytofluorimetric 
analysis, comparing the effect of digested gliadin and casein proteins with the untreated samples. As 
reported in Table 3, statistically significant variations in cell viability and apoptotic death were only 
scored following PT-gliadin administration. Furthermore, cells treated with PT-casein did not exhibit 
any differences in their viability/apoptotic rates as compared with untreated samples.  

Table 3. Apoptotic analysis of HT-29 cells after treatment with digested gliadin or casein (1 µg/µL). 
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Figure 13. Analysis of the intracellular amount of fluorescent PT-gliadin (GLIA-555) in presence/absence
of trehalose. Caco-2 cells were treated with GLIA-555 (1µg/µL), trehalose (100 mM), and the combination
of both. Cytofluorimetric analysis was performed using a Muse® Cell Analyzer (Merck) after 24 h p.t.
The asterisk indicates p < 0.05, ANOVA one-way. SE bars are reported. The experiments were performed
in triplicate. Cytofluorimetric plots are reported in .

3.4. Trehalose Activates Autophagy in HT-29 Cells Following PT-Gliadin Administration

The effect of trehalose in modulating the autophagy process in response to digested gliadin
administration was also evaluated in human HT-29 undifferentiated colorectal cancer cells. Preliminarily,
viability and cell death assays were performed through Annexin V cytofluorimetric analysis, comparing
the effect of digested gliadin and casein proteins with the untreated samples. As reported in Table 3,
statistically significant variations in cell viability and apoptotic death were only scored following
PT-gliadin administration. Furthermore, cells treated with PT-casein did not exhibit any differences in
their viability/apoptotic rates as compared with untreated samples.

Table 3. Apoptotic analysis of HT-29 cells after treatment with digested gliadin or casein (1 µg/µL).
The Annexin V protocol was performed using a Muse® Cell Analyzer (Merck) at 24 h p.t. The obtained
values are reported as mean ± SE. The asterisks indicate p < 0.05, ANOVA one-way, as compared with
NT sample. The experiments were performed in triplicate. Cytofluorimetric plots are reported in .

Live Apoptotic/dead

NT 88.49 ± 3.18 11.51 ± 3.18
PT-gliadin 69.57 ± 5.27 * 30.43 ± 5.27 *
PT-casein 85.11 ± 2.57 14.89 ± 2.57

Then, PT-gliadin and trehalose were administered for 24 h to HT-29 cells, as single treatments or
combined ones, in order to evaluate the autophagic response to gliadin and the beneficial effects exerted
by trehalose. The LC3-II expression levels were assayed using cytofluorimetric assays. As reported
in Figure 14, PT-gliadin administration increased LC3-II levels in HT-29 cells as compared with the
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untreated sample. Similar to the results obtained with Caco-2 cells, no statistically significant increase
of LC3-II expression was detected following PT-gliadin and bafilomycin A1 combined administration
(GL vs GL + BAF).
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Figure 14. Cytofluorimetric analysis of LC3-II levels in HT-29 cells treated with digested gliadin
(1 µg/µL) in presence/absence of trehalose (100 mM). Bafilomycin A1 (10 nM) was used to monitor the
autophagic flux. The LC3-II expression values were normalized on the NT sample. The analysis was
performed using a Muse® Cell Analyzer (Merck). The asterisks indicate p < 0.05, ANOVA one-way,
as compared with the relative control samples. SE bars are reported. The experiments were performed
in triplicate. Cytofluorimetric plot are reported in .

4. Discussion

In this work, in vitro experiments were conducted to investigate the autophagy response to
enzymatically digested gliadin in a model based on the full confluent Caco-2 cells monolayer, and the
beneficial effects of trehalose administration to counteract the cytotoxicity of gliadin peptides.

As we described previously, the administration of peptic-tryptic digested gliadin decreased
autophagy in Caco-2 cells, as well as established an in vitro model for polarized epithelial transport and
CD due to its physiological similarities with small bowel enterocytes [24,25], thus promoting cell death
through apoptosis [12]. Considering that high cell density suppresses mTOR in both normal and cancer
cells, and consequently, autophagy levels increase in Caco-2 cells according to their confluence and
differentiation state [26,27], in vitro experiments were performed in Caco-2 cells monolayer exhibiting
differences in cell density. Preliminarily, we confirmed through immunoblotting analysis that Caco-2
cell density affects the basal autophagy levels. Then, Caco-2 cells were cultured until the formation
of a complete confluent monolayer in order to investigate the autophagy response after PT-gliadin
administration. As evidenced by cytofluorimetric assay and immunoblotting analysis of LC3-II and
p62 proteins, autophagy blockage and an increase in the apoptotic rate were observed at different time
intervals, underlining that gliadin peptides exert their cytotoxic effects also in high density culture
conditions. On the other hand, enzymatically digested albumin and casein were tested as controls in
the same experimental conditions and no toxicity was detected. In addition, the autophagy blockage
observed after PT-gliadin administration was evaluated by the multispectral imaging flow cytometry
(MIFC) approach in order to study autophagy at the single cell level. This technique as compared
with standard flow cytometry (FC) is an emerging field of imaging technology, which combines both
fluorescence/confocal microscopy and flow cytometry techniques. The advantage of MIFC is that it has
the ability to make quantitative morphological and spatial measurements from a large population of
single cells [28]. By performing a spot-count analysis, the impairment of the autophagy flux in Caco-2
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cells was demonstrated, as evidenced by the reduced accumulation of LC3-positive puncta following
PT-gliadin and bafilomycin A1 treatments, as compared with their negative control.

Autophagy is triggered through different mechanisms by a variety of stimuli, i.e., protein aggregates
and oxidative stress [14,29]. However, in the presence of persistent stresses and inadequate autophagy
response, cells activate the apoptotic pathway leading to cell death [30]. Gliadin behavior resembles
those of other toxic peptides that form aggregates, such as β-amyloid and α-synuclein. As previously
stated, autophagy activation could represent a valid therapeutic opportunity in neurodegenerative
disorders caused by the accumulation of toxic proteins [31,32]. In a celiac context, the observed
autophagy blockage is explained by the ability of the immunodominant 33-mer peptide to spontaneously
form supramolecular structures, whose degradation is difficult, and the increase of ROS caused by the
internalization and the accumulation of the p31-43 peptide [6,7,33].

Considering this evidence, autophagy induction seems to be a promising approach to counteract
the toxic effects of gliadin peptides, as we suggested [12,13]. This strategy is strengthened by the
key role that autophagy plays in the maintenance of intestinal homeostasis [34]. A decrease in
the levels of proteins involved in tight junctions (TJs) formation has been described as a main step
in the pathogenesis of inflammatory diseases of the intestine, such as Crohn disease, which are
characterized by the loss of the selective permeability properties of the intestine. Autophagy promotes
the maintenance of the correct levels of TJs through the degradation of claudin-2, which is responsible
for the formation of cation-selective pores. In addition, autophagy impairment increases levels of
TNF-α which leads to an increase in the claudin-2 levels and, as consequence, to a loss in the intestinal
barrier properties [16]. Other evidence of the beneficial effects of autophagy induction in inflammatory
intestinal diseases has been obtained [35], demonstrating that autophagy induction through betanin,
rapamycin, and trehalose improves the clinical presentation in a murine model of inflammatory bowel
diseases (IBDs). In our previous work [12], we have investigated the efficacy of three molecular
approaches to induce autophagy in presence of digested gliadin, i.e., starvation, rapamycin, and
3-metyladenine (3-MA). Unfortunately, among these treatments, only 3-MA showed encouraging
results, whereas rapamycin, a well-known mTOR inhibitor [36], did not show a marked efficacy.
For these reasons, we tested additional autophagy modulators, i.e., NAM, metformin, SMER-28,
trehalose, raffinose, and sucrose, whose mechanisms of induction are mTOR-independent. NAM,
as well as other NAD+ precursors, triggers autophagy through the activation of sirtuins [37] and
metformin though the activation of AMPK [38]. SMER-28 is a small-molecule that enhances autophagy
via an ATG5-dependent pathway [39], whereas trehalose, raffinose, and sucrose are saccharides that
can increase autophagy in an ATG5-dependent manner [19,40,41]. The obtained results evidenced an
increase in LC3-II levels following the administration of trehalose and raffinose as compared with all
the other treatments. Both trehalose and raffinose did not show any cytotoxic effect, as demonstrated
by others [42,43]. Among these, trehalose induced an increase of expression of other autophagy
markers, i.e., Beclin1 and ATG5, as already documented [40]. Considering these results, we focused our
attention on trehalose, investigating its ability to induce autophagy and counteract gliadin peptides
cytotoxicity. In fact, trehalose is a non-toxic disaccharide found in bacteria, yeasts, fungi, plants, and
invertebrates used as sources of energy and carbon. In some organisms this sugar acts as a signaling
molecule and protects cells against a variety of environmental stresses (e.g., dehydration, heat, cold, and
oxidation) [44]. In addition, trehalose showed anti-aggregating and molecular chaperone properties in
models of proteopathies such as Huntington and Parkinson diseases [21,45] as well as anti-oxidative
ones through the activation of the p62-Keap1/Nrf2 pathway [20]. To study the effect of trehalose in
presence of digested gliadin, full confluent Caco-2 cells monolayer was treated with both digested
gliadin and the investigated disaccharide. As observed by cytofluorimetric and immunoblotting
assays, trehalose increased LC3-II levels and rescued the autophagy flux in presence of digested
gliadin. Moreover, the beneficial effect exerted by trehalose in presence of gliadin was highlighted
by the increase in cell viability. Furthermore, the ability of this disaccharide to induce autophagy in
presence/absence of digested gliadin was confirmed and strengthened by the MIFC study, in particular
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through spot-count analysis. Then, cytofluorimetric analysis showed that trehalose reduced the
intracellular amount of digested fluorescent gliadin. These results can be explained by taking into
consideration the anti-aggregating and anti-oxidative properties of trehalose, which can sustain the
cellular response to oxidative stresses and promote gliadin degradation. Similar experiments were
finally performed on confluent HT-29 cells in order to determine if digested gliadin could exert toxic
effects similar to those observed in the Caco-2 cell model. Again, digested gliadin administration
decreased cell viability as compared with digested casein and an autophagy blockage was detected
after the cytofluorimetric analysis of LC3-II protein levels. Furthermore, the autophagy flux was
rescued following trehalose administration in presence of digested gliadin.

Altogether, these results confirm that autophagy is implicated in the cellular response triggered
by enzymatically digested gliadin peptides. Moreover, we reported that autophagy induction through
trehalose rescues viability leading to the degradation of intracellular digested gliadin, underlining
that autophagy modulation could be a promising approach in counteracting gluten cytotoxicity.
Considering this evidence, a parsimonious model of interpretation is proposed (Figure 15).
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Figure 15. Interpretative model of autophagy involvement in CD. (1) Normal enterocyte: autophagy
flux is active and is involved in the control of the cellular homeostasis, e.g., degradation of claudin-2 and
inflammasome negative regulation. (2) Gliadin peptides enter in the intestinal epithelial cell generating
ROS and triggering an autophagy response. Autophagy blockage occurs as a consequence of the stress
persistence. (3) Because of the autophagy blockage, oxidative stress increased thus contributing to a
dysregulated inflammatory response caused by the lack of degradation inflammasomes. Tight junctions
(TJs) formation is compromised leading to an increase in paracellular permeability. (4) Inflammation
and intraepithelial lymphocytes (IELs) activation lead to apoptosis of the intestinal epithelial cells.

As shown, enzymatically digested gliadin spontaneous internalization [33] leads to an
accumulation of these toxic peptides in endocytic vesicles resulting in an increase of oxidative stress [6].
As previously established, the presence of ROS triggers an inflammatory response and autophagy plays
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a crucial role in the regulation of this process. Specifically, autophagy regulates inflammatory activation
through the degradation of inflammasomes and regulation of pro-inflammatory cytokines release, and
its impairment is associated with dysregulated inflammatory responses [46,47]. Down-regulation of the
key autophagy-regulatory gene BECN1 recently observed in the biopsies of pediatric CD patients [13],
suggests that autophagy is impaired in CD patients as a consequence of a long exposure to gliadin
peptides. Autophagy blockage, as already mentioned, leads to cell death mediated by apoptosis thus
contributing to villous atrophy.

Altogether, these findings show that digested gliadin administration causes autophagy blockage in
an in vitro model based on full confluent Caco-2 and HT-29 cell lines. Moreover, autophagy induction
modulated by trehalose rescues cell viability as a consequence of intracellular gliadin digestion,
suggesting that this disaccharide could exert a positive role in counteracting gliadin cytotoxicity.

Future experiments will be directed to characterize an autophagy response in a fully differentiated
Caco-2 cell in vitro model in order to investigate whether autophagy induction could also restore
the permeability barrier function and the correct expression of TJs proteins. Moreover, the role of
transglutaminase 2 (TGM2) will be assayed because of its important role in controlling the balance
between autophagy and apoptosis [48].
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Author Contributions: Conceptualization, F.M. and A.A.; formal analysis, F.M. and A.A.; investigation, F.M.,
A.A., M.M., V.R., L.Z. and M.D.G.; Resources, M.B. and S.C.; supervision, S.C.; writing—original draft, F.M.;
writing—review and editing, A.A., M.M., F.G., C.M., M.B. and S.C.

Funding: This research was supported by the Italian Ministry of Education, University and Research (MIUR):
Dipartimenti di Eccellenza Program (2018-2022), Dept. of Biology and Biotechnology “L. Spallanzani”, University
of Pavia and by Fondazione Onlus “Il Bambino e il suo pediatra”. MB e SC were funded by the Italian Ministry of
Education, University and Research (PRIN MIUR 2015).

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Di Sabatino, A.; Corazza, G.R. Coeliac disease. Lancet 2009, 373, 1480–1493. [CrossRef]
2. Cornell, H.J.; Townley, R.R. The toxicity of certain cereal proteins in coeliac disease. Gut 1974, 15, 862–869.

[CrossRef] [PubMed]
3. Wieser, H. Chemistry of gluten proteins. Food Microbiol. 2007, 24, 115–119. [CrossRef]
4. Wieser, H. Relation between gliadin structure and coeliac toxicity. Acta Paediatr. Suppl. 1996, 412, 3–9.

[CrossRef]
5. Cornell, H.J.; Wills-Johnson, G. Structure-activity relationships in coeliac-toxic gliadin peptides. Amino Acids

2001, 21, 243–253. [CrossRef] [PubMed]
6. Barone, M.V.; Nanayakkara, M.; Paolella, G.; Maglio, M.; Vitale, V.; Troiano, R.; Ribecco, M.T.; Lania, G.;

Zanzi, D.; Santagata, S.; et al. Gliadin peptide P31-43 localises to endocytic vesicles and interferes with their
maturation. PLoS ONE 2010, 5, e12246. [CrossRef]

7. Herrera, M.G.; Benedini, L.A.; Lonez, C.; Schilardi, P.L.; Hellweg, T.; Ruysschaert, J.M.; Dodero, V.I.
Self-assembly of 33-mer gliadin peptide oligomers. Soft Matter 2015, 11, 8648–8660. [CrossRef]

8. Herrera, M.G.; Vazquez, D.S.; Sreij, R.; Drechsler, M.; Hertle, Y.; Hellweg, T.; Dodero, V.I. Insights into gliadin
supramolecular organization at digestive pH 3.0. Colloids Surf. B Biointerfaces 2018, 165, 363–370. [CrossRef]
[PubMed]

9. Herrera, M.G.; Pizzuto, M.; Lonez, C.; Rott, K.; Hütten, A.; Sewald, N.; Ruysschaert, J.M.; Dodero, V.I. Large
supramolecular structures of 33-mer gliadin peptide activate toll-like receptors in macrophages. Nanomedicine
2018, 14, 1417–1427. [CrossRef]

10. Scharl, M.; Rogler, G. Inflammatory bowel disease: Dysfunction of autophagy? Dig. Dis. 2012, 30, 12–19.
[CrossRef] [PubMed]

11. Henckaerts, L.; Cleynen, I.; Brinar, M.; John, J.M.; Van Steen, K.; Rutgeerts, P.; Vermeire, S. Genetic variation
in the autophagy gene ULK1 and risk of Crohn’s disease. Inflamm. Bowel Dis. 2011, 17, 1392–1397. [CrossRef]

http://www.mdpi.com/2073-4409/8/4/348/s1
http://dx.doi.org/10.1016/S0140-6736(09)60254-3
http://dx.doi.org/10.1136/gut.15.11.862
http://www.ncbi.nlm.nih.gov/pubmed/4455563
http://dx.doi.org/10.1016/j.fm.2006.07.004
http://dx.doi.org/10.1111/j.1651-2227.1996.tb14239.x
http://dx.doi.org/10.1007/s007260170010
http://www.ncbi.nlm.nih.gov/pubmed/11764405
http://dx.doi.org/10.1371/journal.pone.0012246
http://dx.doi.org/10.1039/C5SM01619C
http://dx.doi.org/10.1016/j.colsurfb.2018.02.053
http://www.ncbi.nlm.nih.gov/pubmed/29525696
http://dx.doi.org/10.1016/j.nano.2018.04.014
http://dx.doi.org/10.1159/000342588
http://www.ncbi.nlm.nih.gov/pubmed/23295687
http://dx.doi.org/10.1002/ibd.21486


Cells 2019, 8, 348 17 of 18

12. Manai, F.; Azzalin, A.; Gabriele, F.; Martinelli, C.; Morandi, M.; Biggiogera, M.; Bozzola, M.; Comincini, S.
The in vitro effects of enzymatic digested gliadin on the functionality of the autophagy process. Int. J.
Mol. Sci. 2018, 19, 635. [CrossRef]

13. Comincini, S.; Manai, F.; Meazza, C.; Pagani, S.; Martinelli, C.; Pasqua, N.; Pelizzo, G.; Biggiogera, M.;
Bozzola, M. Identification of autophagy-related genes and their regulatory miRNAs associated with celiac
disease in children. Int. J. Mol. Sci. 2017, 18, 391. [CrossRef]

14. Kroemer, G.; Mariño, G.; Levine, B. Autophagy and the integrated stress response. Mol. Cell 2010, 40, 280–293.
[CrossRef]

15. Lamark, T.; Johansen, T. Aggrephagy: Selective disposal of protein aggregates by macroautophagy. Int. J.
Cell Biol. 2012, 2012, 736905. [CrossRef]

16. Nighot, P.K.; Hu, C.A.; Ma, T.Y. Autophagy enhances intestinal epithelial tight junction barrier function by
targeting claudin-2 protein degradation. J. Biol. Chem. 2015, 290, 7234–7246. [CrossRef]

17. Alfaiz, A.A.; Micale, L.; Mandriani, B.; Augello, B.; Pellico, M.T.; Chrast, J.; Xenarios, I.; Zelante, L.; Merla, G.;
Reymond, A. TBC1D7 mutations are associated with intellectual disability, macrocrania, patellar dislocation,
and celiac disease. Hum. Mutat. 2014, 35, 447–451. [CrossRef]

18. Newberry, C.; McKnight, L.; Sarav, M.; Pickett-Blakely, O. Going gluten free: The history and nutritional
mplications of today’s most popular diet. Curr. Gastroenterol. Rep. 2017, 19, 54. [CrossRef]

19. Chen, X.; Li, M.; Li, L.; Xu, S.; Huang, D.; Ju, M.; Huang, J.; Chen, K.; Gu, H. Trehalose, sucrose and raffinose
are novel activators of autophagy in human keratinocytes through an mTOR-independent pathway. Sci. Rep.
2016, 6, 28423. [CrossRef]

20. Mizunoe, Y.; Kobayashi, M.; Sudo, Y.; Watanabe, S.; Yasukawa, H.; Natori, D.; Hoshino, A.; Negishi, A.;
Okita, N.; Komatsu, M.; et al. Trehalose protects against oxidative stress by regulating the Keap1-Nrf2 and
autophagy pathways. Redox. Biol. 2018, 15, 115–124. [CrossRef]

21. Sarkar, S.; Davies, J.E.; Huang, Z.; Tunnacliffe, A.; Rubinsztein, DC. Trehalose, a novel mTOR-independent
autophagy enhancer, accelerates the clearance of mutant huntingtin and alpha-synuclein. J. Biol. Chem. 2007,
282, 5641–5652. [CrossRef]

22. Drago, S.; El Asmar, R.; Di Pierro, M.; Grazia Clemente, M.; Tripathi, A.; Sapone, A.; Thakar, M.; Iacono, G.;
Carroccio, A.; D’Agate, C.; et al. Gliadin, zonulin and gut permeability: Effects on celiac and non-celiac
intestinal mucosa and intestinal cell lines. Scand. J. Gastroenterol. 2006, 41, 408–419. [CrossRef]

23. Klionsky, D.J.; Abdelmohsen, K.; Abe, A.; Abedin, M.J.; Abeliovich, H.; Acevedo Arozena, A.; Adachi, H.;
Adams, C.M.; Adams, P.D.; Adeli, K.; et al. Guidelines for the use and interpretation of assays for monitoring
autophagy (3rd edition). Autophagy 2016, 12, 1–222. [CrossRef]

24. Hidalgo, I.J.; Raub, T.J.; Borchardt, R.T. Characterization of the human colon carcinoma cell line (Caco-2) as a
model system for intestinal epithelial permeability. Gastroenterology 1989, 96, 736–749. [CrossRef]

25. Sambuy, Y.; De Angelis, I.; Ranaldi, G.; Scarino, M.L.; Stammati, A.; Zucco, F. The Caco-2 cell line as a model
of the intestinal barrier: Influence of cell and culture-related factors on Caco-2 cell functional characteristics.
Cell Biol. Toxicol. 2005, 21, 1–26. [CrossRef]

26. Leontieva, O.V.; Demidenko, Z.N.; Blagosklonny, M.V. Contact inhibition and high cell density deactivate
the mammalian target of rapamycin pathway, thus suppressing the senescence program. Proc. Natl. Acad.
Sci. USA 2014, 111, 8832–8837. [CrossRef]

27. Tunçer, S.; Banerjee, S. Determination of autophagy in the Caco-2 spontaneously differentiating gmodelof
intestinal epithelial cells. Methods Mol. Biol. 2019, 1854, 55–70.

28. Barteneva, N.S.; Fasler-Kan, E.; Vorobjev, I.A. Imaging flow cytometry: Coping with heterogeneity in
biological systems. J. Histochem. Cytochem. 2012, 60, 723–733. [CrossRef]

29. Filomeni, G.; De Zio, D.; Cecconi, F. Oxidative stress and autophagy: The clash between damage and
metabolic needs. Cell Death Differ. 2015, 22, 377–388. [CrossRef]

30. Booth, L.A.; Tavallai, S.; Hamed, H.A.; Cruickshanks, N.; Dent, P. The role of cell signalling in the crosstalk
between autophagy and apoptosis. Cell Signal. 2014, 26, 549–555. [CrossRef]

31. Menzies, F.M.; Fleming, A.; Caricasole, A.; Bento, C.F.; Andrews, S.P.; Ashkenazi, A.; Füllgrabe, J.; Jackson, A.;
Jimenez Sanchez, M.; Karabiyik, C.; et al. Autophagy and neurodegeneration: Pathogenic mechanisms and
therapeutic opportunities. Neuron 2017, 93, 1015–1034. [CrossRef] [PubMed]

http://dx.doi.org/10.3390/ijms19020635
http://dx.doi.org/10.3390/ijms18020391
http://dx.doi.org/10.1016/j.molcel.2010.09.023
http://dx.doi.org/10.1155/2012/736905
http://dx.doi.org/10.1074/jbc.M114.597492
http://dx.doi.org/10.1002/humu.22529
http://dx.doi.org/10.1007/s11894-017-0597-2
http://dx.doi.org/10.1038/srep28423
http://dx.doi.org/10.1016/j.redox.2017.09.007
http://dx.doi.org/10.1074/jbc.M609532200
http://dx.doi.org/10.1080/00365520500235334
http://dx.doi.org/10.1080/15548627.2015.1100356
http://dx.doi.org/10.1016/0016-5085(89)90897-4
http://dx.doi.org/10.1007/s10565-005-0085-6
http://dx.doi.org/10.1073/pnas.1405723111
http://dx.doi.org/10.1369/0022155412453052
http://dx.doi.org/10.1038/cdd.2014.150
http://dx.doi.org/10.1016/j.cellsig.2013.11.028
http://dx.doi.org/10.1016/j.neuron.2017.01.022
http://www.ncbi.nlm.nih.gov/pubmed/28279350


Cells 2019, 8, 348 18 of 18

32. Thellung, S.; Scoti, B.; Corsaro, A.; Villa, V.; Nizzari, M.; Gagliani, M.C.; Porcile, C.; Russo, C.; Pagano, A.;
Tacchetti, C.; et al. Pharmacological activation of autophagy favors the clearing of intracellular aggregates of
misfolded prion protein peptide to prevent neuronal death. Cell Death Dis. 2018, 9, 166. [CrossRef]

33. Paolella, G.; Lepretti, M.; Martucciello, S.; Nanayakkara, M.; Auricchio, S.; Esposito, C.; Barone, M.V.;
Caputo, I. The toxic alpha-gliadin peptide 31-43 enters cells without a surface membrane receptor. Cell Biol.
Int. 2018, 42, 112–120. [CrossRef] [PubMed]

34. Baxt, L.A.; Xavier, R.J. Role of autophagy in the maintenance of intestinal homeostasis. Gastroenterology 2015,
149, 553–562. [CrossRef] [PubMed]

35. Macias-Ceja, D.C.; Cosín-Roger, J.; Ortiz-Masiá, D.; Salvador, P.; Hernández, C.; Esplugues, J.V.; Calatayud, S.;
Barrachina, M.D. Stimulation of autophagy prevents intestinal mucosal inflammation and ameliorates
murine colitis. Br. J. Pharmacol. 2017, 174, 2501–2511. [CrossRef]

36. Ballou, L.M.; Lin, R.Z. Rapamycin and mTOR kinase inhibitors. J. Chem. Biol. 2008, 1, 27–36. [CrossRef]
37. Houtkooper, R.H.; Pirinen, E.; Auwerx, J. Sirtuins as regulators of metabolism and healthspan. Nat. Rev. Mol.

Cell Biol. 2012, 13, 225–238. [CrossRef]
38. Wang, Y.; Xu, W.; Yan, Z.; Zhao, W.; Mi, J.; Li, J.; Yan, H. Metformin induces autophagy and G0/G1 phase cell

cycle arrest in myeloma by targeting the AMPK/mTORC1 and mTORC2 pathways. J. Exp. Clin. Cancer Res.
2018, 37, 63. [CrossRef]

39. Sarkar, S.; Perlstein, E.O.; Imarisio, S.; Pineau, S.; Cordenier, A.; Maglathlin, R.L.; Webster, J.A.; Lewis, T.A.;
O’Kane, C.J.; Schreiber, S.L.; et al. Small molecules enhance autophagy and reduce toxicity in Huntington’s
disease models. Nat. Chem. Biol. 2007, 3, 331–338. [CrossRef]

40. Casarejos, M.J.; Perucho, J.; López-Sendón, J.L.; García de Yébenes, J.; Bettencourt, C.; Gómez, A.; Ruiz, C.;
Heutink, P.; Rizzu, P.; Mena, M.A. Trehalose improves human fibroblast deficits in a new CHIP-mutation
related ataxia. PLoS ONE 2014, 9, e106931. [CrossRef]

41. Kang, Y.L.; Saleem, M.A.; Chan, K.W.; Yung, B.Y.; Law, H.K. Trehalose, an mTOR independent autophagy
inducer, alleviates human podocyte injury after puromycin aminonucleoside treatment. PLoS ONE 2014, 9,
e113520. [CrossRef]

42. Higuchi, T.; Nishikawa, J.; Inoue, H. Sucrose induces vesicles accumulation and autophagy. J. Cell. Biochem.
2015, 116, 609–617. [CrossRef]

43. Franke, S.I.R.; Molz, P.; Mai, C.; Ellwanger, J.H.; Zenkner, F.F.; Horta, J.A.; Prá, D. High consumption of
sucrose induces DNA damage in male Wistar rats. Anais da Academia Brasileira de Ciências 2017, 89, 2657–2662.
[CrossRef]

44. Elbein, A.D.; Pan, Y.T.; Pastuszak, I.; Carroll, D. New insights on trehalose: A multifunctional molecule.
Glycobiology 2003, 13, 17R–27R. [CrossRef]

45. Tanaka, M.; Machida, Y.; Niu, S.; Ikeda, T.; Jana, N.R.; Doi, H.; Kurosawa, M.; Nekooki, M.; Nukina, N.
Trehalose alleviates polyglutamine-mediated pathology in a mouse model of Huntington disease. Nat. Med.
2004, 10, 148–154. [CrossRef] [PubMed]

46. Netea-Maier, R.T.; Plantinga, T.S.; van de Veerdonk, F.L.; Smit, J.W.; Netea, M.G. Modulation of inflammation
by autophagy: Consequences for human disease. Autophagy 2016, 12, 245–260. [CrossRef] [PubMed]

47. Arroyo, D.S.; Gaviglio, E.A.; Peralta Ramos, J.M.; Bussi, C.; Rodriguez-Galan, M.C.; Iribarren, P. Autophagy
in inflammation, infection, neurodegeneration and cancer. Int. Immunopharmacol. 2014, 18, 55–65. [CrossRef]
[PubMed]

48. Rossin, F.; D’Eletto, M.; Macdonald, D.; Farrace, M.G.; Piacentini, M. TG2 transamidating activity acts as
a reostat controlling the interplay between apoptosis and autophagy. Amino Acids 2012, 42, 1793–1802.
[CrossRef] [PubMed]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1038/s41419-017-0252-8
http://dx.doi.org/10.1002/cbin.10874
http://www.ncbi.nlm.nih.gov/pubmed/28914468
http://dx.doi.org/10.1053/j.gastro.2015.06.046
http://www.ncbi.nlm.nih.gov/pubmed/26170139
http://dx.doi.org/10.1111/bph.13860
http://dx.doi.org/10.1007/s12154-008-0003-5
http://dx.doi.org/10.1038/nrm3293
http://dx.doi.org/10.1186/s13046-018-0731-5
http://dx.doi.org/10.1038/nchembio883
http://dx.doi.org/10.1371/journal.pone.0106931
http://dx.doi.org/10.1371/journal.pone.0113520
http://dx.doi.org/10.1002/jcb.25012
http://dx.doi.org/10.1590/0001-3765201720160659
http://dx.doi.org/10.1093/glycob/cwg047
http://dx.doi.org/10.1038/nm985
http://www.ncbi.nlm.nih.gov/pubmed/14730359
http://dx.doi.org/10.1080/15548627.2015.1071759
http://www.ncbi.nlm.nih.gov/pubmed/26222012
http://dx.doi.org/10.1016/j.intimp.2013.11.001
http://www.ncbi.nlm.nih.gov/pubmed/24262302
http://dx.doi.org/10.1007/s00726-011-0899-x
http://www.ncbi.nlm.nih.gov/pubmed/21479826
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Cell Culture and Autophagy Modulation 
	Gliadin Digestion and Fluorescent Labelling 
	Immunoblotting Analysis 
	Apoptosis and Autophagy Cytofluorimetric Analysis 
	Multispectral Imaging Flow Cytometry (MIFC) and Spot-Count Analysis. 
	Statistical Analysis 

	Results 
	PT-Gliadin Administration Leads to Autophagy Blockage and Cell Death in Caco-2 Cells Monolayer 
	Single Cell Analysis Confirms Caco-2 Autophagy Blockage After PT-Gliadin Administration 
	Trehalose, an mTOR-Independent Inducer of Autophagy, Increases Autophagic Flux and Counteract PT-Gliadin Cytotoxicity Reducing its Intracellular Content 
	Trehalose Activates Autophagy in HT-29 Cells Following PT-Gliadin Administration 

	Discussion 
	References

